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‘*What is TEM (Transmission Electron Microscope)?

TEM is a type of microscope that uses a high-energy electron beam to pass
through ultra-thin samples, allowing visualization of internal structures at atomic
or near-atomic resolution. Power cable
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‘*What is cryo-EM? ¢

cryo-EM is a technique that uses a TEM to image rapidly frozen biological samples
at near-atomic resolution without the need for staining or crystallization.
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www.hitachi-hightech.com www.hk-phy.org/atomic_world/tem/tem02_e.html

Merk et al., 2016, Cell 165, 1698-1707
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«4 High Resolution Electron Microscopy

“t* electron.nci.nih.gov

N-Terminus

**Higher resolution would be
beneficial to drug discovery
and protein function studies.

Sample purification
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